A EndoPredict’

One Test - Three Clinical Answers

How is EndoPredict Different?

EndoPredict is a prognostic and predictive molecular in vitro diagnostic test to determine the risk of
distant metastases up to 15 years and the 10 year absolute chemotherapy benefit for patients with
ER+/HER2- primary cancer. The second generation test is available as a CE-IVD kit that can be run
locally and as a service performed by Myriad Genetics.
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T:tumor size N: lymph node status F: fluorouracil E: epirubicin  C: cyclophosphamide P: paclitaxel

A: doxorubicin - wP: weekly paclitaxel M: methotrexate

According to Simon, Hayes and Paik, studies using archived tissue from prospective studies meet level 1 evidence
when they are validated in at least one or more similarly designed studies with consistent results.'

- EndoPredictwasvalidatedin three similarly designed prospective-retrospective studies with consistentresults

- Guidelines accept prospective-retrospective data as high standard of evidence
- Published prospective data confirm existing retrospective-prospective data®

- EPisarecently developed optimized latest generation test, but first prospective data confirming the prospective
retrospective data are already available' %

EndoPredict has shown superior clinical accuracy which is most important for outcome of patients.
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EndoPredict in Direct Comparison
Superior Clinical Accuracy - Largest “true” Low Risk Group
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The greaterthe C-Index, the betteris the prognostic power
of a test. The C-Index reflects the prognostic power of the
continuous score independent from cutoff values.
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Prognostic accuracy of different tests?
EndoPredict (EPclin Score), Prosigna (ROR), Breast Cancer Index (BCl), Oncotype DX (RS)

EPclin Score
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